Mass spectrometry data for all proteins is listed by order of protein numbering in the manuscript in Figure 8A Abbreviations: m/z = mass to charge ratio; Mr(expt) or Mr(calc) = nominal molecular mass, experimental or calculated; Delta = mass difference between Mr(expt) and Mr(calc); z = charge; Miss = number of missed tryptic cleavages; Expect = peptide p -value Amino acid modifications: C* = carbamidomethyl cysteine; M@ = methionine sulphoxide; # = protein amino-terminal acetylation SUPPLEMENTAL 
